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Plasmid Data Sheet

* Plasmid Name and Size: pcDNA3.1-NONHSAT135851.2 peptide-1; 5912 bp
* developed at the BioMed Resource Core of the 1% Core Facility Lab, NTU-CM
* General info of NONHSAT135851.2

NONCODE Gene ID NONHSAGO053897.2
Chromosome chrM

Start Site 15997

End Site 16569

Strand +

Exon Number 1

* Primers:

BMRC-2775 |ggccagatatacgcgtattaatagtaatcaattacggg pcDNA3.1-NONHSATI135851.2 peptide-1 (Mlul)

BMRC-2688 |ccaggcgggccatttaccgteattgacgtcaatagggggcggacttggcatatgatacac mtCMV-1

BMRC-2690 |gtccegtaaggtcatgtactgggcataatgeccaggegggcceatttace mtCMV-2

BMRC-2777 |[tattagtcatcgctattaccatgctgatgeggttttggcagtacaccaatgggegtggat mtCMV-3, 4

BMRC-2779 |atgaccttacgggactttcctacttggcagtacatctacgtattagtcatcgctattace mtCMV-2

BMRC-2692 |cgtacacgcctaccgeecatttgegtcaacggggeggggttattacgacattttggaaag mtCMV-5, 6,7

BMRC-2694 |agcggttcactaaacgacgtctgcttatatagacctcecaccgtacacgectaccgecca mtCMV

BMRC-2781 atggtcttcacactcgaagatttcgttggggactgatacccttatgatgtgccagattatgccaagattc NONHSATI35851.2 peptide-1 HA
taatttaaactattctctg

BMRC-2783 |gtttagtgaaccgctagceatggtettcacactcgaa pre-HA

BMRC-2698 |cttgtcatcgtegtecttgtagtetgtactatgtactgttaagg NONHSATI135851.2 peptide-1 FLAG

BMRC-2785 |gacgacgatgacaagtaaagccatttaccgtaca NONHSATI135851.2 peptide-1 FLAG

BMRC-2700 [aaacgggccctctagacate pcDNA3.1-NONHSATI135851.2 peptide-1 (Xbal)

* 1 TA cloning vector or M Mammalian; (Yeast; [ E. coli; expression vector
* plasmid amplify in E. coliis CIhigh; or & low copy number

* expression level is [J low or M high

* expression promoter: CMYV promoter derived from pTriEx-3 Neo Vector

* antibiotic selection:_ AmpR
* epitope or tag:_HA, FLAG

(CMV promoter (from pTriEx-3 Neo))

bGH poly(A) signal

Tac promoter)— &

lac operator

SV40 poly(A) signal
SV40 promoter]
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accgctagcatggtcttcacactcgaagatttcgttggggactgatacccttatgatgtgcc
o 00

tggcgatcgtaccagaagtgtgagcttctaaagcaacccctgactatgggaatactacacgg

1 1 1 1 5 1 1 1 1 10 1 1 1 1 15 1 1 1
Met Val Phe Thr Leu Glu Asp Phe Val Gly Asp Trp Tyr Pro Tyr Asp Val Pro
B | positive control
CMV promoter (from pTriEx-3 Neo)
1 1 1 1 5 1 1 1 1 10 1 1 1 1 1 1 5 1
Met Val Phe Thr Leu Glu Asp Phe Val Gly Asp Trp Tyr Pro Tyr Asp Val Pro

>

agattatgccaagattctaatttaaactattctctgttctttcatggggaagcagatttggg

e e e e e e e e e e

tctaatacggttctaagattaaatttgataagagacaagaaagtaccccttcgtctaaaccec

1 20 1 1 1 1 25 1
Asp Tyr Ala Lys Ile Leu Ile

positive control >

R I E——
Asp Tyr Ala Lys Ile Leu Ile

HA epitope tag

taccacccaagtattgactcacccatcaacaaccgctatgtatttcgtacattactgccagc

A e e e e e e e e e e e e e e e b

atggtgggttcataactgagtgggtagttgttggcgatacataaagcatgtaatgacggtcg

1 1 1 1 5 1 1 1
Met Tyr Phe Val His Tyr Cys GiIn

>

caccatgaatattgtacggtaccataaatacttgaccacctgtagtacataaaaacccaatc

ettt e e e e e e e

gtggtacttataacatgccatggtatttatgaactggtggacatcatgtatttttgggttag

1 10 1 1 1 1 15 1 1 1 1 20 1 1 1 1 25 1 1 1 1
Pro Pro Trp Ile Leu Tyr Gly Thr Ile Asn Thr Trp Pro Pro Val Val His Lys Asn Pro Ile

>

1 1 1 1 5 1 1 1 1 10 1 1 1 1 15 1 1 1
Ie Leu Tyr Gly Thr Ile Asn Thr Trp Pro Pro Val Val His Lys Asn Pro Ile

>

1 1 1 1 5 1 1 1 1 10 1 1 1
Ile Asn Thr Trp Pro Pro Val Val His Lys Asn Pro Ile

>



CASE SR

cacatcaaaaccccctccccatgcttacaagcaagtacagcaatcaaccctcaactatcaca

A e e e e e e e e e e e e

gtgtagttttgggggaggggtacgaatgttcgttcatgtcgttagttgggagttgatagtgt
- NONWsATi3s851.2

30 1 1 1 1 35 1 1 1 1 40 1 1 45 1 1 1 1 50
His Ile Lys Thr Pro Ser Pro Cys Leu GIn Ala Ser Thr AIa Ile Asn Pro GIn Leu Ser His

30 A | 35 | A
Ile Asn Pro GIn Leu Ser HIS

1 20 1 1 1 1 25 1 1 1 1
His Ile Lys Thr Pro Ser Pro Cys Leu GIn Ala Ser Thr Ala

25 A | 30 | |
Ile Asn Pro GIn Leu Ser HIS

1 15 1 1 1 1 20 1 1 1 1
His Ile Lys Thr Pro Ser Pro Cys Leu GIn Ala Ser Thr Ala

catcaactgcaactccaaagccacccctcacccactaggataccaacaaacctacccaccct

B B I e e P
gtagttgacgttgaggtttcggtggggagtgggtgatcctatggttgtttggatgggtggga

1 1 1 55 1 1 60 1 1 1 1 65 1 1 1 70
Ile Asn Cys Asn Ser Lys AIa Thr Pro His Pro Leu Gly Tyr GIn GIn Thr Tyr Pro Pro

40 1 1 1 1 45 1 1 1 50 1 1 1 1 55 1 1
Ile Asn Cys Asn Ser Lys Ala Thr Pro His Pro Leu Gly Tyr GIn GIn Thr Tyr Pro Pro

35 1 1 1 1 40 1 1 1 1 45 1 1 1 1 50 1 1
Ile Asn Cys Asn Ser Lys Ala Thr Pro His Pro Leu Gly Tyr GIn GIn Thr Tyr Pro Pro

taacagtacatagtacagactacaaggacgacgatgacaagtaaagccatttaccgtacata

e e e e e e e e e e e e e e e e e L

attgtcatgtatcatgtctgatgttcctgctgctactgttcatttcggtaaatggcatgtat

1 1 1 1 75 1 1 5

Leu Thr Val His Ser Thr Asp Tyr Lys Asp Asp Asp Asp Lys
FLAG tag

60 1 1 1 1 65 1 1 5

Leu Thr Val His Ser Thr Asp Tyr Lys Asp Asp Asp Asp Lys
Flag tag

55 ! L 60 _ 1 L 5

Leu Thr Val His Ser Thr Asp Tyr Lys Asp Asp Asp Asp Lys
Flag tag

gcacattacagtcaaatcccttctcgtccccatggatgacccccctcagataggggtccctt

cgtgtaatgtcagtttagggaagagcaggggtacctactggggggagtctatccccagggaa

LR

>

>

>

>

>

>
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DNA Sequence of pcDNA3.1-NONHSAT135851.2 peptide-1

gacggatcgggagatctcccgatcccctatggtgcactetcagtacaatctgetetgatgecgeatagttaagecagtatctgetecetge
ttgtgtgttggaggtcgetgagtagtgecgcgageaaaatttaagetacaacaaggceaaggcttgaccgacaattgecatgaagaatctget
tagggttaggcgttttgcgetgctticgecgatgtacgggccagatatacgegtattaatagtaatcaattacggggtcattagttcatagecce
atatatggagttccgcgttacataacttacggtaaatggeccgectggetgaccgeccaacgaccccegeccattgacgtcaataatga
cgtatgttcccatagtaacgccaatagggactttccattgacgtcaatgggtggagtatitacggtaaactgeccacttggeagtacatca
agtgtatcatatgccaagtccgccccctattgacgtcaatgacggtaaatggeccgectggeattatgeccagtacatgaccttacggga
ctttcctacttggcagtacatctacgtattagtcatcgctattaccatgetgatgeggttttggcagtacaccaatgggegtggatageggtt
tgactcacggggatttccaagtctccaccccattgacgtcaatgggagtttgtittggcaccaaaatcaacgggactttccaaaatgtegt
aataaccccgecccgttgacgcaaatgggeggtaggegtgtacggtgggaggtctatataagcagacgtegtttagtgaaccgctage
atggtcttcacactcgaagatttcgttggggactgatacccttatgatgtgecagattatgccAAGATTCTAATTTAAACT
ATTCTCTGTTCTTTCATGGGGAAGCAGATTTGGGTACCACCCAAGTATTGACTCAC
CCATCAACAACCGCTATGTATTTCGTACATTACTGCCAGCCACCATGAATATTGTA
CGGTACCATAAATACTTGACCACCTGTAGTACATAAAAACCCAATCCACATCAAA
ACCCCCTCCCCATGCTTACAAGCAAGTACAGCAATCAACCCTCAACTATCACACA
TCAACTGCAACTCCAAAGCCACCCCTCACCCACTAGGATACCAACAAACCTACCC
ACCCTTAACAGTACATAGTACAGACTACAAGGACGACGATGACAAGTAAAGCCA
TTTACCGTACATAGCACATTACAGTCAAATCCCTTCTCGTCCCCATGGATGACCCC
CCTCAGATAGGGGTCCCTTGACCACCATCCTCCGTGAAATCAATATCCCGCACAA
GAGTGCTACTCTCCTCGCTCCGGGCCCATAACACTTGGGGGTAGCTAAAGTGAAC
TGTATCCGACATCTGGTTCCTACTTCAGGGTCATAAAGCCTAAATAGCCCACACG
TTCCCCTTAAATAAGACATCACGATGtctagagggcccegtttaaacccgetgatcagectegactgtgecttet
agttgccagcecatctgttgtttgceccctecceccgtgecttecttgaccetggaaggtgccacteccactgtectttcctaataaaatgagga

aattgcatcgcattgtctgagtaggtgtcattctattictggggggtooooteggocaggacagcaagggggaggattgggaagacaat
agcaggcatgctggggatgeggtgggctctatggctictgaggcggaaagaaccagetggggcetctagggggtatccccacgegece
ctgtagcggcgcattaagegeggegggtgtggtogttacgecgecagegtgaccgetacacttgecagegecctagegeccgetecttte
gctttetteecttectttctcgecacgttcgecggctttcccegtcaagetctaaatcgggggctecctttagggttccgatttagtgctttac

ggcacctcgaccccaaaaaacttgattagggtgatggttcacgtagtgggccatcgecctgatagacggtttttcgecctttgacgttgg

agtccacgttctttaatagtggactcttgttccaaactggaacaacactcaaccctatctcggtctattcttttgatttataagggattttgecg

atttcggcctattggttaaaaaatgagctgatttaacaaaaatttaacgcgaattaattctgtggaatgtgtgtcagttagggtgtggaaagt

cccecaggcetecccageaggeagaagtatgcaaageatgeatctcaattagtcagcaaccaggtgtggaaagtecccaggetececag
caggcagaagtatgcaaagcatgcatctcaattagtcagcaaccatagtcccgeccctaactccgeccatcccgeccctaactecgecc
agttccgcccattctccgecccatggetgactaattttttttatttatgcagaggecgaggecgectetgectctgagetatticcagaagtag
tgaggaggctttittggaggcctaggcettttgcaaaaagetcccgggagcettgtatatccattttcggatctgatcaagagacaggatgag
gatcgtttcgcatgattgaacaagatggattgcacgcaggttctceggecgettgggtggagagectaticggetatgactgggeacaa

cagacaatcggctgctctgatgecgecegtgttccggetgtcagegeaggggegeccggtictttttgtcaagaccgacctgteceggtgce
cctgaatgaactgcaggacgaggceagegeggctatcgtggetggccacgacgggcegttecttgegeagetgtgetcgacgttgteact
gaagcgggaagggactggctgctattgggcgaagtgecggggcaggatctectgtcatctcaccttgetectgecgagaaagtateca
tcatggctgatgcaatgeggeggctgeatacgettgatccggcetacctgeccattcgaccaccaagegaaacatcgeatcgagegage
acgtactcggatggaagcceggtcttgtcgatcaggatgatctggacgaagagceatcaggggetcgegecagecgaactgticgecag
gctcaaggegegeatgeccgacggegaggatetegtecgtgacccatggegatgectgettgecgaatatcatggtggaaaatggecg
cttttctggattcatcgactgtggeccggetgggtgteggcggaccgetatcaggacatagegttggctacccgtgatattgectgaagagett
ggeggcegaatgggctgaccgettectegtgctttacggtatcgecgetececcgattcgecagegeatcgecttctatcgecttettgacgag

ttcttctgagegggactctggggtticgaaatgaccgaccaagegacgeccaacctgecatcacgagatttcgattccaccgecgecttc

tatgaaaggttgggctticggaatcgttttccgggacgecggetggatgatectccagegeggggatctcatgetggagttcttcgeccac
cccaacttgtttattgcagcttataatggttacaaataaagcaatagcatcacaaatttcacaaataaagcatttttttcactgcattctagttgt
ggtttgtccaaactcatcaatgtatcttatcatgtetgtataccgtcgacctctagetagagettggegtaatcatggtcatagetgtttectgt
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gtgaaattgttatccgcetcacaattccacacaacatacgagecggaagceataaagtgtaaagectggggtgcctaatgagtgagctaac
tcacattaattgcgttgcgctcactgeccgcetttccagtcgggaaacctgtecgtgecagetgeattaatgaatcggecaacgegegggg
agaggcggtttgcgtattgggcgcetcttccgettecctecgetcactgactecgetgegeteggtegttecggetgeggegageggtatcaget
cactcaaaggcggtaatacggttatccacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggcecagcaaaaggeca
ggaaccgtaaaaaggcecgegttgctggegtttttccataggetccgecccectgacgageatcacaaaaatcgacgetcaagtcagag
gtggcgaaacccgacaggactataaagataccaggegtttccccctggaagetecctegtgegetetectgttccgaccctgecgcetta
ccggatacctgtcecgectttetcecttcgggaagegtggegcttictcatagetcacgetgtaggtatctcagticggtgtaggtegttecge
tccaagetgggctgtgtgcacgaaccccccegttcageccgaccgetgegecttatceggtaactatcgtettgagtccaacceggtaag
acacgacttatcgccactggcagcagccactggtaacaggattagcagagegaggtatgtaggeggtgctacagagttcttgaagtgg
tggcctaactacggctacactagaagaacagtatttggtatctgegetetgetgaagecagttaccttcggaaaaagagttggtagetcett
gatccggcaaacaaaccaccgcetggtageggttttittgtttgcaagcageagattacgcgcagaaaaaaaggatctcaagaagatect
ttgatcttttctacggggtctgacgcetcagtggaacgaaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcaccta
gatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatcagtgaggea
cctatctcagcegatctgtctatttcgttcatccatagttgectgactcceegtegtgtagataactacgatacgggagggcttaccatctgge
cccagtgctgeaatgataccgecgagacccacgetcaccggetccagatttatcagcaataaaccagecagecggaagggccgageg
cagaagtggtcctgcaactttatccgectccatccagtetattaattgttgeccgggaagetagagtaagtagtticgecagttaatagtttge
gcaacgttgttgccattgetacaggeategtggtgtcacgetegtegtttggtatggcticattcagetcecggticccaacgatcaaggeg
agttacatgatcccccatgttgtgcaaaaaageggttagetccticggtecteccgategtigtcagaagtaagttggecgeagtgttatcac
tcatggttatggcagcactgcataattctcttactgtcatgecatcecgtaagatgcttttctgtgactggtgagtactcaaccaagtcattctg
agaatagtgtatgcggcgaccgagttgctcttgececggegtcaatacgggataataccgegecacatagecagaactttaaaagtgetca
tcattggaaaacgttcttcggggcgaaaactctcaaggatcttaccgetgttgagatccagttcgatgtaacccactegtgcacccaactg
atcttcagcatcttttactttcaccagcgtttctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacac
ggaaatgttgaatactcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgageggatacatatttgaatgtattta
gaaaaataaacaaataggggttccgegceacatttccccgaaaagtgecacctgacgtc



