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* Plasmid Name and Size: pcDNA3.1/ZEO(+)-Inc-NDRG1-1-4-1: 5561 bp

* developed at the BioMed Resource Core of the 1% Core Facility Lab, NTU-CM

* General information of Inc-NDRG1-1-4:

NONCODE TRANSCRIPTID [NONHSAT129220.2 Strand -
NONCODE Gene ID NONHSAGO051331.2 Exon Number |2
Chromosome chr8 CNCI Score -0.032768
Start Site 133237170 Length 508

End Site 133244503 Assembly hg38

* Primers:

ACCGAGCTCGGGATCCATGtacccttatgatgtgcc

BMRC-2575
agattatgccGGACAAGGCAGGGCAGGGCA

pcDNA3.1(+)-NDRG1-OT1_v4 (BamHI) HA tag

BMRC-2492 |tctgcagaatgaattcCCGC

pcDNA3.1(+)-NDRG1-OT1_v4 (EcoRI)

CTTGTCATCGTCGTCCTTGTAGTCATTCA

- 1(4)- - -

BMRC-2494 CTCTGACCAAACTTC pcDNA3.1(+)-NDRG1-OT1_v4-1
GACGACGATGACAAGTGAATATTGTAA

- 1(4)- - -

BMRC-2577 GTCAGCCAC pcDNA3.1(+)-NDRG1-OT1_v4-1

* 1 TA cloning vector or ¥ Mammalian; [JYeast; [ E. coli; expression vector
* plasmid amplify in E. coliis Clhigh; or i low copy number

* expression level is 1 low or M high
* expression promoter:_ CMV IE promoter
* antibiotic selection:_AmpR; BleoR

BleoR confers resistance to bleomycin, phleomycin, and Zeocin™

* epitope or tag:_HA, FLAG
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gtctatataagcagagctctctggctaactagagaacccactgcttactggcttatcgaaattaatacgactcactatag
L 1 L L

cagatatattcgtctcgagagaccgattgatctcttgggtgacgaatgaccgaatagctttaattatgctgagtgatatc
CMV promoter > [ T7 promoter >

ggagacccaagctgGCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGGATCCATGtacccttatgatgtgccagatt
L L 1 L L L 1 1 L 1 L L 1 L L L
L 1 T T L T T 1 L T L T T 1 L] T
cctctgggttcgacCGATCGCAAATTTGAATTCGAACCATGGCTCGAGCCCTAGGTACatgggaatactacacggtctaa

1 1 L L L S L L
Met Tyr Pro Tyr Asp Val Pro Asp

HA

T7 promoter

atgccGGACAAGGCAGGGCAGGGCAGCGGGCGGATGGGCATCCTTTCGGAAAAAATTCATAGAGCGCAGAGGGCCTTGGC
1 l

tacggCCTGTTCCGTCCCGTCCCGTCGCCCGCCTACCCGTAGGAAAGCCTTTTTTAAGTATCTCGCGTCTCCCGGAACCG

1 . . L 5 1 . . 10 . . 15
Met Gly Ile Leu Ser Glu Lys Ile His Arg Ala GIn Arg Ala Leu Ala
putative peptide 1

V

.1
Tyr Ala Gly GIn Gly Arg Ala Gly GIn Arg Ala Asp Gly His Pro Phe Gly Lys Asn Ser
——————————————————————————————— (in frame with HA)  -------------ee

TGTGGTGTTTGGCACTAACGAGCTTCCCTCTCTCCTAGATGGCGGACTGTGGCGGCCTCCCGCAGATCTCCCAGGTTCCT

ACACCACAAACCGTGATTGCTCGAAGGGAGAGAGGATCTACCGCCTGACACCGCCGGAGGGCGTCTAGAGGGTCCAAGGA

4,20 25 v, 30 ., v v ., 35 v v 4 ., 40 ,
Val Val Phe Gly Thr Asn Glu Leu Pro Ser Leu Leu Asp Gly Gly Leu Trp Arg Pro Pro Ala Asp Leu Pro Gly Ser

putative peptide 1

GTACTACTGCCTTGTACTTTTCATTTTGGCTCACCGTGGATTTTCTCATAGGAAGTTTGGTCAGAGTGAATGACTACAAG

CATGATGACGGAACATGAAAAGTAAAACCGAGTGGCACCTAAAAGAGTATCCTTCAAACCAGTCTCACTTACTGATGTTC

. .45 . . .50 | . . 55 L . .60 L . .65 1 . |
Cys Thr Thr Ala Leu Tyr Phe Ser Phe Trp Leu Thr Val Asp Phe Leu Ile Gly Ser Leu Val Arg Val Asn Asp Tyr Lys
putative peptide 1 >

GACGACGATGACAAGTGAATATTGTAAGTCAGCCACTGGYJACCCGAGGALTTCTGGGACCCCGCAGTTGGGAGGAGGAAG
1 1 1 1 1 l 1 1 1 1 1 1 1 1

T T + : Ll T v T T T T T T T T T

CTGCTGCTACTGTTCACTTATAACATTCAGTCGGTGACCCcTGGGCTCCTaAAGACCCTGGGGCGTCAACCCTCCTCCTTC

! 5 1 1 L
Asp Asp Asp Asp Lys
FLAG

TAGTCCAGCCTTCCAGGTGGCGTGAGAGGCAATGACTCGTTACCTGCCGCCCATCACCTTGGAGGCCTTCCCTGGCCTTG
1 1 1 1 1 l 1 1 I 1

ATCAGGTCGGAAGGTCCACCGCACTCTCCGTTACTGAGCAATGGACGGCGGGTAGTGGAACCTCCGGAAGGGACCGGAAC

AGTAGAAAAGTCGGGGATCGGGGCAAGAGAGGCTGAGTACGGATGGGAAACTATTGTGCACAAGTCTTTCCAGAGGAGTT

TCATCTTTTCAGCCCCTAGCCCCGTTCTCTCCGACTCATGCCTACCCTTTGATAACACGTGTTCAGAAAGGTCTCCTCAA

TCTTAATGAGATATTTGTATTTATTTCCAGACCAATAAATTTGTAACTTTGCAGCGGGAATTCATTCTGCAGATATCCAG

AGAATTACTCTATAAACATAAATAAAGGTCTGGTTATTTAAACATTGAAACGTCGCCCTTAAGTAAGACGTCTATAGGTC

CACAGTGGCGGCCGCTCGAGTCTAGAGGGCCCGTTTAAACccgctgatcagcctcgactgtgccttctagttgccagcca
: ! L ! : ! L I

GTGTCACCGCCGGCGAGCTCAGATCTCCCGGGCAAATTTGggcgactagtcggagctgacacggaagatcaacggtcggt
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DNA Sequence of pcDNA3.1/ZEO(+)-Inc-NDRG1-1-4-1

gacggatcgggagatctccecgatccectatggtgcactctcagtacaatctgetctgatgecgeatagttaagecagtatetgeteect
gettgtgtgttggaggtegctgagtagtgcgcgageaaaatttaagetacaacaaggcaaggcettgaccgacaattgcatgaagaatc
tgcttagggttaggcgttttgcgetgcttcgecgatgtacgggccagatatacgegttgacattgattattgactagttattaatagtaatca
attacggggtcattagttcatagcccatatatggagttccgegttacataacttacggtaaatggeccgectggetgaccgeccaacga
cccecgeccattgacgtcaataatgacgtatgttcccatagtaacgecaatagggactttccattgacgtcaatgggtggagtatttacg
gtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgecccctattgacgtcaatgacggtaaatggecegectgg
cattatgcccagtacatgaccttatgggactttcctacttggcagtacatctacgtattagtcatcgetattaccatggtgatgeggttttgg
cagtacatcaatgggcgtggatagecggtttgactcacggggattticcaagtctccaccccattgacgtcaatgggagtttgttttggeac
caaaatcaacgggactttccaaaatgtcgtaacaactccgecccattgacgcaaatgggeggtaggegtgtacggtgggaggtctat
ataagcagagctctctggctaactagagaacccactgcttactggettatcgaaattaatacgactcactatagggagacccaagetg
GCTAGCGTTTAAACTTAAGCTTGGTACCGAGCTCGGGATCCATGtacccttatgatgtgcca
gattatgccGGACAAGGCAGGGCAGGGCAGCGGGCGGATGGGCATCCTTTCGGAAAA
AATTCATAGAGCGCAGAGGGCCTTGGCTGTGGTGTTTGGCACTAACGAGCTTCC
CTCTCTCCTAGATGGCGGACTGTGGCGGCCTCCCGCAGATCTCCCAGGTTCCTGT
ACTACTGCCTTGTACTTTTCATTTTGGCTCACCGTGGATTTTCTCATAGGAAGTTT
GGTCAGAGTGAATGACTACAAGGACGACGATGACAAGTGAATATTGTAAGTCA
GCCACTGGgACCCGAGGAITTCTGGGACCCCGCAGTTGGGAGGAGGAAGTAGTC
CAGCCTTCCAGGTGGCGTGAGAGGCAATGACTCGTTACCTGCCGCCCATCACCT
TGGAGGCCTTCCCTGGCCTTGAGTAGAAAAGTCGGGGATCGGGGCAAGAGAGG
CTGAGTACGGATGGGAAACTATTGTGCACAAGTCTTTCCAGAGGAGTTTCTTAA
TGAGATATTTGTATTTATTTCCAGACCAATAAATTTGTAACTTTGCAGCGGGAAT
TCATTCTGCAGATATCCAGCACAGTGGCGGCCGCTCGAGTCTAGAGGGCCCGTT
TAAACccgctgatcagectcgactgtgecttetagttgccagecatetgttgtttgecectceeeegtgcecttecttgacectggaa
ggtgccactcccactgtectttcctaataaaatgaggaaattgcatcgeattgtctgagtaggtgtcattctattctggggggteggate

gggcaggacageaagggggaggattgggaagacaatagecaggceatgetggggatgcggtggoctctatggettctgaggcgga
aagaaccagctggggctctagggggtatccccacgegecectgtageggegeattaagegeggegggtetggtggttacgegeag
cgtgaccgctacacttgeccagegecctagegececgcetectttegcetttettcecttectttctcgecacgticgecggetttccecgtcaa

gctctaaatcgggggctecectttagggticcgatttagtgetttacggcacctcgaccccaaaaaacttgattagggtgatggticacgt
agtgggccatcgcecctgatagacggtttttcgecctttgacgttggagtccacgttctttaatagtggactcettgticcaaactggaacaa
cactcaaccctatctcggtctattcttttgatttataagggattttgccgatttcggectattggttaaaaaatgagctgatttaacaaaaattt
aacgcgaattaattctgtggaatgtgtgtcagttagggtgtggaaagtccccaggeteccccagecaggeagaagtatgcaaageatge
atctcaattagtcagcaaccaggtgtggaaagtccccaggetccccagecaggeagaagtatgcaaageatgeatctcaattagtcag
caaccatagtcccgceccctaactccgeccatccegeccctaactcegeccagttccgeccattetcegecceatggetgactaatttttt
ttatttatgcagaggccgaggecgcectctgectctgagetaticcagaagtagtgaggaggcttttttggaggcctaggcettttgcaaaa
agctcccgggagcttgtatatccattttcgGATCTGATCAGCACGTGTTGACAATTAATCATCGGC
ATAGTATATCGGCATAGTATAATACGACAAGGTGAGGAACTAAACCATGGCCA
AGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCG
AGTTCTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCG
CCGGTGTGGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGG
TGGTGCCGGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGT
ACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGG
CCATGACCGAGATCGGCGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGAC
CCGGCCGGCAACTGCGTGCACTTCGTGGCCGAGGAGCAGGACTGACACGTGCTa
cgagatttcgattccaccgecgccttctatgaaaggttgggcticggaategttttccgggacgecggetggatgatectccagegeg
gggatctcatgctggagttcttcgecccaccccaacttgtttattgcagettataatggttacaaataaagcaatagcatcacaaatttcaca
aataaagcatttttttcactgcattctagttgtggtttgtccaaactcatcaatgtatcttatcatgtctgtataccgtcgacctctagetagag
cttggcgtaatcatggtcatagetgtttcctgtgtgaaattgttatccgetcacaattccacacaacatacgagecggaageataaagtgt
aaagcctggggtgcctaatgagtgagcetaactcacattaattgegttgegetcactgeccgctttccagtcgggaaacctgtegtgeca
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gctgceattaatgaatcggccaacgegeggggagaggeggtttgegtattgggcgcetettccgettectegetcactgactegetgege
tcggtegttcggctgeggcgageggtatcagetcactcaaaggeggtaatacggttatccacagaatcaggggataacgcaggaaa
gaacatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaaggecgegttgetggegtttttccataggetcegececcctg
acgagcatcacaaaaatcgacgctcaagtcagaggtggcgaaacccgacaggactataaagataccaggegtttcccectggaag

ctcectegtgegetcetectgtticcgaccectgecgettaccggatacctgtecgecttteteccticgggaagegtggegcttictcatage
tcacgctgtaggtatctcagticggtgtaggtegttcgctccaagetgggcetgtgtgcacgaacceccegttcageeccgaccgetgeg
ccttatccggtaactatcgtcttgagtccaacccggtaagacacgacttatcgecactggecageagecactggtaacaggattageag
agcgaggtatgtaggcggtgctacagagticttgaagtggtggcctaactacggcetacactagaagaacagtatttggtatctgegete
tgctgaagccagttaccttcggaaaaagagttggtagetcttgatccggcaaacaaaccaccgetggtageggtttttttgtttgcaage
agcagattacgcgcagaaaaaaaggatctcaagaagatcctttgatcttttctacggggtctgacgcetcagtggaacgaaaactcacg
ttaagggattttggtcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatat

gagtaaacttggtctgacagttaccaatgcttaatcagtgaggcacctatctcagegatctgtetatttcgttcatccatagttgectgact

cccegtegtgtagataactacgatacgggagggcttaccatctggecccagtgetgecaatgataccgegagacccacgetcaccgg

ctccagatttatcagcaataaaccagccagccggaagggecgagegeagaagtggtectgeaactttatccgectecatccagtetat
taattgttgccgggaagctagagtaagtagttcgccagttaatagtttgcgeaacgttgttgecattgetacaggeategtggtgtcacg

ctcgtegtttggtatggcttcattcagetccggttcccaacgatcaaggegagttacatgatcceccatgttgtgcaaaaaageggttag
ctcetteggtectcegategttgtcagaagtaagttggecgeagtgttatcactcatggttatggcageactgceataattcetcttactgtca
tgccatccgtaagatgctttictgtgactggtgagtactcaaccaagtcatictgagaatagtgtatgeggegaccgagttgetcttgeee
ggcgtcaatacgggataataccgegecacatagcagaactttaaaagtgcetcatcattggaaaacgttcticggggcgaaaactctca
aggatcttaccgctgttgagatccagticgatgtaacccactcgtgecacccaactgatcttcagceatcttttactttcaccagegtttctgg

gtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaatactcatactcttectttttca

atattattgaagcatttatcagggttattgtctcatgagcggatacatatttgaatgtatttagaaaaataaacaaataggggttccgegea

catttccccgaaaagtgccacctgacgte



